Forouzandeh Farsaei   Odessa, FL 33556 | 813-270-1646 | Email: Forouzandeh.farsaei@gmail.com
PhD candidate in Biomedical Science with experience in computational biology, bioinformatics, and high-dimensional molecular data analysis. Skilled in R and Python, machine-learning approaches, RNA-seq, ATAC-seq, multi-omics integration, and reproducible computational workflows. Interested in applying advanced AI and machine-learning methods to molecular data science and precision medicine.

Skills:
	Programming & Data Science:
	R, Python, SQL, Shell , SAS, SPSS

study design, power analysis

	Machine Learning & Statistical Modeling:
	PCA, t-SNE, Random Forests, regression, clustering, dimensionality reduction, statistical modeling, mixed-effects models, multiple-testing correction

	Bioinformatics & Multi-Omics:
	[bookmark: _GoBack]scRNA-seq, bulk RNA-seq, ATAC-seq, multi-omics integration, DESeq2, edgeR, GSEA, Cell Ranger, featureCounts, pathway and gene-set enrichment

	Data Quality & Reproducibility:
	QC and normalization, replicate concordance, sensitivity analyses, threshold evaluation, troubleshooting, reproducible computational workflows



	Scientific Communication:
	Analytical reports, manuscript development, publication-quality visualization, posters, oral presentations, interdisciplinary collaboration



Experience:
University of South Florida | Graduate Research Assistant | Tampa, Florida Aug 2021 – Present
· Conduct independent computational biology research involving high-dimensional single-cell, bulk transcriptomic, and chromatin-accessibility datasets.
· Develop reproducible R-based workflows for preprocessing, quality assessment, dimensionality reduction, clustering, differential expression, regulatory analysis, and multi-omics integration.
· Apply statistical and machine-learning approaches, including PCA, t-SNE, regression, clustering, and classification methods, to identify biological variation and molecular patterns across experimental conditions. 
· Integrate transcriptomic and epigenomic data to identify regulatory relationships and generate biologically testable hypotheses. 
· Collaborate with multidisciplinary researchers and communicate findings through manuscripts, scientific presentations, figures, and analytical reports. 
· Manage multiple concurrent analyses from study planning through data analysis, interpretation, documentation, presentation, and preparation of findings for publication.
Pasco County Health Department | Biological Scientist IV | Remote
Jan 2021 – Jul 2021
· Outbreak investigation
· Disease surveillance
· Data cleaning/reporting
Sumter County Health Department | Biological Scientist III | Bushnell, FL, USA
July 2020 – Dec 2020
· Disease surveillance
· Data cleaning/reporting
Morsani College of Medicine (USF) | American Heart Association (AHA) Research Fellowship
May 2018 – Sep 2018 Tampa, FL, USA
· Evaluating reaction of Human Umbilical Vein Endothelial Cells (HUVEC) to PRE-084 (sigma receptor agonist)

Education:

Aug 2021 – Expected Graduation: Dec 2026
Aug 2019 – Jul 2021
Aug 2017 – Jul 2018
Aug 2015 – May 2017

University of South Florida, Tampa FL, USA – PhD Candidate, Biomedical Science, Molecular Medicine
University of South Florida, Tampa FL, USA – Master of Public Health, Epidemiology University of South Florida, Tampa FL, USA – B.Sc. in Applied Science, Public Health Hillsborough Community College, Tampa FL, USA – A.S. in Biotechnology

License and Certification:
· Applied Biostatistics Graduate Certificate (College of Public Health, University of South Florida, 2021)
· Certified in Public Health (CPH) (National Board of Public Health Examiners (NBHE), 2021)

Publications &Abstracts
· “Dynamic AP2 Regulatory Networks and Motif Architecture in Toxoplasma gondii”. Farsaei, F., Keller, T.,
Ranjan, R., Ting, L., Orchard, L., Sullivan, W., Llinas, M., White, M., Kim, K. “In-preparation”
· “A highly penetrant LMNA R541C variant associated with dilated cardiomyopathy leads to dysregulation in metabolism and proliferation pathways in stem cell-derived cardiomyocytes”. Keller, T. E., Koehring, C., Higgins, B. R., Yang, J., Siddiqui, F. A., Farsaei, F., Kim, K., & McDonald, T. V. (2026). bioRxiv : the preprint server for biology, 2026.07.20.739542. https://doi.org/10.64898/2026.07.20.739542
· “Human Induced Pluripotent Stem Cell-Derived Cardiomyocytes and Neurons as Models for Toxoplasma gondii Infection and Persistence”. Yang, J, Ting, L., Angulo, M., Farsaei, F., Keller, T., Kim, K. “In-preparation”
· “Convergent and divergent immune aberrations in COVID-19, post-COVID-19-Interstitial Lung Disease and Idiopathic Pulmonary Fibrosis”. Tourki, B., Jia, M., Karampitsakos, T., Vera, I.M., Arsenault, A., Fatima Z, Perrot CY,Allen D, Farsaei, F., et al. Am J Physiol Cell Physiol. 2025
· “Sigma-1 receptor activation-induced glycolytic ATP production and endothelial barrier enhancement”. Motawe,
Z. Y., Farsaei, F., Abdelmabod, S. S., Cuevas, J., Breslin, J. W. Microcirculation 2020
· “Peripheral Blood Gene Expression Changes Predict Mortality and Treatment Response in Acute Covid-19 and Associate withLung Fibrosis”. Tourki, B., Vera, I.M., Perrot, C.Y., Farsaei, F., et al. American Journal of Respiratory and Critical Care Medicine 2022
· “The sigma-1 agonist PRE-084 protects against energy depletion induced barrier disruption and also enhancesglycolysis in HUVECs”. Motawe, Z. Y., Farsaei, F., Abdelmabod, S. S., Cuevas, J., Breslin, J. W. The FASEB Journal 2020

Selected Presentations & Abstract
· “Cell-Cycle–Resolved AP2 Transcription Factor Activity and Cis-Regulatory Motifs in T. gondii” ICIBM 2025
Awards: Krzanowski Career Development Award NSF Student & Trainee Travel Award

· “Investigating the Transcriptional Regulation of Toxoplasma gondii in iPSC-derived Neuronal and Muscular Cells Using a Single-cell Gene Expression Atlas”
ICIBM 2024
Award: NSF Student & Trainee Travel Award
· “Integrative Analysis of AP2 Transcription Factor Dynamics and Binding Motifs in Toxoplasma gondii” International Congress on Toxoplasmosis 2024 (oral presentation)
Award: FEMS Travel Grants/Early Career Scientist Meeting Grant
· “Study Transcriptional Regulation of Toxoplasma gondii During Bradyzoite Development using iPSC Cells as Models”
ICIBM 2023
· “Transcriptional Regulation of Toxoplasma gondii During Bradyzoite Development in iPSC Cells” USF Research Day 2022
Award: The Best Poster in the Field of Molecular & Cellular Biology
· “Protective Effect of the Sigma-1 Receptor Against PRE-084 on Endothelial Barrier Integrity”
USF Research Day 2018
Award: American Heart Association (AHA) Summer Undergraduate Research Fellowship program
